Application No.: 

NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT APPLICATIONS CONTAINING 

nucCeotide sequence and/or amino acid sequence disclosures 

TTie nucleotide and/or amino add sequence disclosure contained in tiiis application does not 
comply with the requirements for such a disclosure as set forth in 37 C.F.R. 1 .821 - 1.825 for the 
following reason(s) 

□ 1 This aoplicaUon deariy fails to comply with (he requirements of 37 C.F.R. 1.821-1.826. Applicant's 
attention is directed to these regulations, published at 1 1 14 OG 29. May 15. 1990 and at 55 FR 
18230. f\/lay1. 1990.' 

□ 2 This application does not contain, as a separate part of the disclosure on paper copy, a •Sequence 
' UsUng* as required by 37 C.F.R. 1 .82 1 (c). 

□ 3 A copy of the "Sequence Listing" In computer readable form has not been submitted as required by 
' 37 C.F.R, 1.821(e), 

NJI A A copy of (he "Sequence listing" In computer readable form has been submitted. However, the 
IM ' content of (he computer readable form does not comply with (he requirements of 37 C.F.R. 1 .822 
'^^v and/or 1,823, as Indicated on (he attached copy of (he marked -up "Raw Sequence LlsUng." 

□ 5 The computer readable form (hat has t>een filed with this application has been found to be damaged 
* and/or unreadable as Indicated on the attached CRF Diskette Problem Report. A Substitute 
computer readable form must be submitted as required by 37 C.F.R. 1 .825(d). 

□ 6 The paper copy of (he "Sequence Usting" is not the same as the computer readable from of the 
* "Sequence Usting" as required by 37 C.F.R. 1 .821 (e). 

Q 7. Other . 

plicant Must Provide: 

An teSiM or substitute computer readable forni (CRF) copy of the "Sequence4Jsting-. * 

An InKial or substitute paper copy of the "Sequence Usting". as well as an amendment directing its entry 
Into the spedfication. 





A statement that the content of the paper and computer readable copies are the same and, where 
appncaWe. Include no new matter, as required by 37 C.F.R. 1.821(e) or 1.821(0 or 1.821(g) or 
'1.825(b) or 1.826(d). 

For questions regarding compliance to these requirements, please contact: 

For Rules Interpretation, call (703) 308-4216 
For CRF Submission Help, call (703) 308-4212 
For Patentin software help, call (703) 308-6856 

please return a copy of this notice with your response 



COPY FOR [ 1 File t 1 Applicant 



Raw ;^uence Listing Error Summary 



SERIAL NUMBER: 



ERROR DETECTED SUGGESTED CORRECTION 



Wrapf>ed Nucteics 



Wrapped Amioos 



Incorrect Line Length 



Misaligned Amino Acid 
Number?r>g 

Non-ASCII 



Variable Length 



Wrong Designation 



Skipped Sequences 
(OLD RULES) 



J 



10, 



Skipped Sequences 
(NEW RULES) 



Use of VC% or Xn's 
(NEW RULES) 



The nomberAext at the end of each line "wrapped- down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3. as this will prevent -wrapping". 

The amino acid numberAext at the end of each line Vrapped ' down to the next Kne. 
This may occur K your file was retrieved in a word processor after creating rt. 

Please adjust your right margin to .3. as this will prevent "wrapping". 

The mies require that a line not exceed 72 characters in length. This includes spaces. 
AH text must t>e visible on page. 

The numbering under each 6th amino acid is misaligned. This may be caused by the use of labs 

me ^t^ring. It is recommended to detete any tabs and uses spacing between the numbers. 

This fde was not saved In ASCII (DOS) lexL as required by the Sequence Rules. 

Please ensure your subsequent submission Is saved in ASCII text so that rt can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each norXaa can only represent a single residue 
Please present the maximum number of each residue having vanable length and 
indicate in the fix) features section that some may be missing. 

Sequence(s) contain amino acid or nucleic acid designators which are not standard 

representations as per the Sequence Rules (Please refer to paragraph 1.822) 

Sequence(s) missing. If intentional, please use the following fomiat for each skipped sequence: 

rE~c^A™^^^^^^^^^ 

(xl) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence Is IntonUonally skipped 

Please also adjust the "(iii) NUf^BER OF SEQUENCES:" response to include the skipped sequence(s). 

Sequence{s) missing. If Intentional, please use the following fom^al for each skipped sequence. 

<210> sequenca Id number 
<400> sequenco Id number 
000 

Use o( N's and/or Xaa's have been detected In the Sequence Listing. 
Use of <220> to <223> Is MANDATORY if n's or Xaa's are presenL 



11 



12. 



13. 



use of <213>Organism Sequence(s) are missing this mandatory field or its response. 

(NEW RULES) 

, \ mUilno ihfl <220>Fealure and associated headings. 

Useof <220>Feature Sequence(s) ar.mbsb^tf^ 220 h^^^^^^^^^^^^ 

(NEW RULES) «>'*220> to <223>b MANDATORY rf<213 om>~«. 

(See -Federal Register." 6/01/98. Vol. 63. No. 104. pp. 29631-32) 
(Sec. 1.823 of fiew Sequence Rules) 

Federal Register Notice. Vol. 63. No. 104. June 1. 1998. p. 29620 
applies to applications filed on or after July 1. 199^ 

AKS-Biotechnology Systems Branch- //laraa 



OIPE 



page: 1 ??"JIO?!S?? "?"''°=,n<,/1«.368 ^1 ll'3o':55 



DATE: 11/25/1998 

PATENT^AP'PLICATION US/09/195,368 

Input Set: 1195368. RAW 



34 
35 
36 
37 
38 
39 



This Raw Listing contains the General information 
Section and up to first 5 pages. 




1 <110> APPLICANT: Ashkenazi, Avi J. /vXiA^ ^^''^"^ 

2 Baker, Kevin P. ^^^^ ^Ot CompI]/ 

3 Godowski, Paul J. D/skefte NePdoH 

4 Gurney, Austin L. ^cruua 

5 Mark, Melanie R. 

6 Marsters, Scot A. 

8 <X20> lill' oTZlJilO^: DNA1S355 POLYPEPTIDE, A TUMOR NECROSIS FACTOR HOMOLOG 

9 <130> FILE REFERENCE: 11669. 26US03 

10 <140> CURRENT APPLICATION NUMBER: US/09/195 , 368 

11 <141> CURRENT FILING DATE: 1998-11-18 

12 <150> EARLIER APPLICATION NUMBER: 60/069,661 

13 <151> EARLIER FILING DATE: 1997-12-12 

14 <150> EARLIER APPLICATION NXJMBER: 60/065,635 

15 <151> EARLIER FILING DATE: 1997-11-18 

16 <160> NUMBER OF SEQ ID NOS : 8 

17 <170> SOFTWARE: Patentin Ver . 2.0 

18 <210> SEQ ID NO 1 

19 <211> LENGTH: 177 
2 0 <212> TYPE: PRT 

21 <213> ORGANISM: Homo sapiens 

II sa. His Olu .s„ Met Pro L.U 3e. His ser Th. 

24 
25 
26 
27 
28 
29 
30 



1 5 10 

Gin Gly Ala Gin Arg Ser Ser Trp Lys Leu Trp Leu Phe Cys Ser He 

20 25 30 

val Met Leu Leu Phe Leu Cys Ser Phe Ser Trp Leu He Phe He Phe 



35 



40 45 



Leu Gin Leu Glu Thr Ala Lys Glu Pro Cys Met Ala Lys Phe Gly Pro 
31 Leu pro ser Lys Trp Gin Met Ala Ser Ser Glu Pro Pro Cys Val Asn 



32 65 



70 75 



33 Lys val ser Asp Trp Lys Leu Glu He Leu Gin Asn Gly Leu Tyr Leu 

85 90 95 

He Tyr Gly Gin Val Ala Pro Asn Ala Asn Tyr Asn Asp Val Ala Pro 

105 110 



100 



Phe Glu val Arg Leu Tyr Lys Asn Lys Asp Met He Gin Thr Leu Thr 



115 



120 125 



Asn Lys ser Lys He Gin Asn Val Gly Gly Thr Tyr Glu Leu His Val 
11 Gly ASP Thr He Asp Leu lie Phe Asn Ser Glu lis Gin Val Leu Lys 

43 isn Asn Thr Tyr Trp Gly He He Leu Leu Ala Asn Pro Gin Phe He 

inn 175 

44 



OIPE 



RAW SEQHBNCE LISTING "ATE: 

PATENT APPLICATION US/09/195,368 TIME. ll.iO.bb 

Input Set: 1195368. RAW 



Ser 

210> SEQ ID NO 2 
211> LENGTH: 1964 
212> TYPE: DNA 
213> ORGANISM: Homo sapiens 
400 > SEQUENCE: 2 



c'g^tcit'ttctccaaaa at^tgtttga gccacttgga aa.t.tgcct "aagccatt 60 

: is f.-4S =r« =5 b 
™^ :r.= !::s-a =s ra r/. .0 

a!L?9«gg agggacttat gaattgctg ttggggaeac «"9.c"g "^'^-^^^^ 

KS™ sss » 23 ....„,- 
ESS 5=i =s s= =:3 =S =. 

taattgtaaa gaaagagtaa ccattagtaa tcattaggtt taaccccaga ^tggtattat 1320 

SSSEiSSSHSiiiii 
Eli S'5 SS 5iSS %! EE i 

^^-^4-^-1- M-hrtfttcc tacctqaatc agggagatcc aggatgctgt tcaggccaaa i/^u 
"rca. aa I ' "tt tcL«tgoa gggcccatct tagtcaaatg tgct.^tc ISO 
taaaawa« aatagc.ct. attca.aatt tttgg.atot taaatt.gct acttg<fe^gt 1860 
l^^^ZZ a.gg|.tat. .tg.«ac.t tgtaaacaa. tttaaaatat ttatggatat 0 
ttgtgaaaag ctgcattatg ttaaataata ttacatgtaa agct^ ,JU^/0 . , 

<212> TYPE: DNA 

<213> ORGANISM: Unknown 

tlZ OTHriNFORMATION: Description of unknown Organism: Unknown 

<400> SEQUENCE: 3 ^38 
gacgacaagc atatgttaga gactgctaag gagccctg 

<210> SEQ ID NO 4 
<211> LENGTH: 34 
<212> TYPE: DNA 



OIPE 

Input Set: 1195368. RAW 

95 <213> ORGANISM: Unknown 

57 ^223: OTHriNFORMATION: Description Of Unlcnown Organism: Unknown 

98 <400> SEQUENCE: 4 34 

99 tagcagccgg atcctaggag atgaattggg gatt 

100 <210> SEQ ID NO 5 

101 <211> LENGTH: 24 

102 <212> TYPE: PRT 

103 <213> ORGANISM: Unknown 

ITs :llT> "kfo^ation, Description of o„>=nown crga„i=..D„,».o» 

10, <"°> „i3 Hi. His His His His His Kis His Ser Sa. Oly His 

08 ^ ^ 

109 lie Asp ASP Asp Asp Lys His Met 

110 20 

111 <210> SEQ ID NO 6 

112 <211> LENGTH: 29 

113 <212> TYPE: DNA 

114 <213> ORGANISM: Unknown 

III :HT> OTHriNFORMATION: Description of Unknown Organism: Unknown 

117 <400> SEQUENCE: 6 2 9 

118 atcagggact ttccgctggg gactttccg 

119 <210> SEQ ID NO 7 

120 <211> LENGTH: 42 

121 <212> TYPE: DNA 

122 <213> ORGANISM: Unknown 

III :IH: OTHEriNFOHMATION: Description of unknown Organism: Unknown 

125 <400> SEQUENCE: 7 42 

126 tgtaaaacga cggccagttt ctctcagaga aacaagcaaa ac 

127 <210> SEQ ID NO 8 

128 <211> LENGTH: 43 
12 9 <212> TYPE: DNA 

130 <213> ORGANISM: Unknown 

III :IH: o™S^NPO««.T10N, ascription Of unhewn or,.nis„. Unknown 

III SS^::.;ct.t,acc,. .,t..a==.. a,,totatc, eta 



PAGE: 



fl VERIFICATION SUMMARY ^ 
ATENT APPLICATION US/09/195,368 



DATE: 11/25/1998 
TIME: 11:30:55 



Input Set: 1195368. RAW 



Line ? Error/Warning 



Original Text 



81 W "N" or "Xaa" used: Feature required 

82 W "N" or "Xaa" used: Feature required 



taaaataata aatagcacta attcaaaatt tttggaat 
tgcttgttga aaggnatata atgattacat tgtaaaca 



